Introduction
The nature of the microbial biomass distribution and microbial community structure in the deep subsurface and the factors that control it, remain largely unknown (Onstott et al., 1998a) . Since water at great depths is confined to fractures, microorganisms are expected to be concentrated along the fracture surfaces and to diminish in abundance with increasing distance from the fracture towards the interior matrix of the rock strata. Presumably, geochemical heterogeneity also influences the biomass distribution as it does in relatively shallow environments with much of the biomass localized along interfaces where the electron donor and acceptor flwc is higher than within homogenous layers (Krumholz et al., 1997) . The porosity and permeability also influence this flux and the movement of microorganisms (Fredrickson et al., 1997) .
Only a few cores from depths >1 kilometer below land surface (kmbls.) have been
